European newts (genus Triturus) 
Rafmski and Pecio, 1989) , immunological (Busack et al., 1988) , morphological (Giacoma and Balletto, 1988) , biochemical (Rafmski and Arntzen, 1987) , behavioral (Arntzen and Sparreboom, 1989) , cy- togenetic (Macgregor et al., 1990) ], and is considered by some to be the phylogenetically best studied genus in the world (Halliday and Arano, 1991 We take the study by Arntzen and Sparreboom (1989) (Kumar, 1996) (Sanger et ah, 1977) .
Multiple sequences were aligned with Clustal-V software (Higgins and Sharp, 1988) (Fig. 2) . The first nucleotide corresponds to position 256 in the Cottus kessleri ATPase sequence (Grachev et ah, 1992 Caccone et al. (1994) ; C2, Caccone et al, (1994: 523); H, Hay et al. (1995) ; TL, Titus and Larson (1995) and PS, present study. (B)
Schematic phylogeny for salamandrid genera as derived from 12S and 16S rRNA sequence data (adapted from Titus and Larson, 1995) . Note the possible paraphyly of the genus Triturus.
Contributions to Zoology, 68 (Titus and Larson, 1995) and in a molecular biogeographical study of Euproctus (Caccone et al., 1994) . 
